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Figure 3. (A) Heat-map analysis of amino acid, BCAAs ratio of (B) D fractions, and (C) C fractions
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Mealworms (Tenebrio molitor larvae) are considered a highly nutritious and -

sustainable protein source. Bioactive peptides produced from protein

hydrolysis have recently gained interest as alternative chemotherapeutic

agents due to their potential to improve physiological activities. Muscle coN b1 b2 D8 D
atrophy, wasting or loss of muscle mass, Is a prevalent problem limiting 126 20
physical activity and reducing the overall quality of life. Nonetheless, there
are currently few Investigations on natural agents preventing muscle
atrophy. In this study, two potential peptides, Phe-Asp-Lys-Tyr (FDKY)
and Phe-Asp-Arg-Leu (FDRL), were purified and identified from mealworm
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Figure 6. Effects of identified
peptides on myostatin promoter
activity
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protein hydrolysate (MPH), and their inhibitory potentials of myostatin, a I — ur - —— - -
major negative regulator of skeletal muscle, in C2C12 cells were determined. Figure 4. Effects of (A) D Figure 5. Effects of (A) C
fractions and (B) MT and D1 on fractions and (B) D1 and C3 on
myostatin promoter activity myostatin promoter activity
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Materials and Methods
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